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OGmecTBo ¢ orpannyennoii OTBETCTBEHHOCTBIO
Hayuno — npomssogcreennas $upma “Uccnenobarensexuii uenTp”
Poccus, 630559, Hosocu6upckasn 00/1acTh, Hosocnﬁnpcxnﬁ paiion,
p.1i. Kosibnoso, poM3oHa, kopmyc 200, opuc 426
ITouroBsIii anpec: 630559, HoBocu6upckan o6sacte, p.n. Koasuoso, a/a 247
Tenedon / paxc: (383) 336-71-32, 336-52-65, 325-30-73 — OTeJ MpoaaK,
(383) 336-52-72 — Oyxrajirepus, (383) 325-30-07 - M1
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Toprosoe nanmenopanue JIEKapCTB
MHH: Vetom 3.

Homep PY: 35-3-5.12-0600NeITBP1-2-1.9/00059.
Beinyck mo TY: 21.20.23.190-037-23609643.

. <I>opMa BBINIyCKa: TIOpOIIOK, OaHKka u3 TMOJIMMEPHBIX MaTepualnos ¢ KPBIIIKOW U3 OOJIMMEPHBIX Marepuralion,

Ka‘leCTBeHHOe yz:oc*rmsepe}me Ha JIeKapcTB

AJISl BETEPHHAPHOT0 NpUMeHeHus Betom 3
Ne 663 or 18 ceHTs0ps 2019 r.

Macca HetTo 0,5 kr.
6. Homep cepun: 070919,

7. O6bem cepun, NpexbsABAsIeMOii

8. Mecto o160pa: LI1d.

9. Jata ot6opa: 12.09.2019.
10. Jata nocrynnenns 8 UJIBTK: 12.09.2019.

11. KosimyecTso TOCTYMHUBIUNX 06pa3uoB: 6 06paswoB 110 0,5 Kr.
12. Kem oTo6pana npo6a: nabopant O.B. Turopa.

13. MsBewtenne ot: 12.09.2019.

Ha ucneITanusa: 640 .,

€HHBIH NMpenapar

€HHOI0 nmpenapara st BETCPUHAPHOIO NpuMeHeHHsi: Betom 3.

Ne Hanmenosanue mokasaress Hopma no HTJT Pe3ynbrar ucnbiranmit
n/m
1. Buemnuit Bun, user, zanax u OnHopoHsI, ChIy«mit nopounok 6eoro CootsercTByer
BKYC LBeTa, 6es 3amaxa, cakoro BKyca
2. PactBopumocts Pactopum B Bone B Teuenue 10 MHHYT. CootBercTByeT
Homnyckaetcs Hanmune Genoro ocaka.
3, pH (7,040,5) 6,8
4. [oteps B macce mpu
BBICYITUBAHUH, %, He Gojiee 6,0 CoorBetcTByeT
5, AHTaroHNCTHYECKAS aKTUBHOCTS
K TECT-KyJIbTypam (30Ha
YTHETCHHS POCTa, MM, He MeHee)
Shigella sonnei - 32; 5,0 )
Salmonella typhimurium - 2606; | 5,0 5
Staphylococcus aureus - 209; 8,0 8
Candida albicans - 620 6,0 10
6. CymmapHoe konmuuectso crop
Bacillus amyloliquefaciens
mtaMM BKTIM B-10642 B 1 He menee 1x10°¢ 2,5%10°
npenapata, KOE/r
7. [MoamuunocTs Homxuel pucyTcTBOBaTH OakTepuu CootsercTByer
Bacillus amyloliquefaciens urramy BKTIM
B-10642
8. Mukpo6uonoruyeckas YHCTOTA,
HaIH4ue:
Enterobacteriaceae; He nomyckaercs CootBercTByer
Pseudomonas aeruginosa; He nomyckaercs CootBercTByeT
Staphylococcus aureus; He nomyckaercs CootBercTBYET
TIOCTOPOHHUX
MHUKPOOPTaHU3MOB, B T.4. U
rpuboB, He 6oJiee THIC/T 300,0 CootBercTByer

JlexapcTBennbIi npenapar s BETCpUHApHOTO NpuMeHenus Betom 3, cepust 070919, B noTpe6buTensckoit YIIaKOBKe
OaHka 0,5 kr u3 TIOJIMMEPHBIX MaTepHaJIOB, COOTBETCTBYET TpeGoBaHuIM TV 2120.23.190-037-23609643 u mosxer
OBITE BBINILEH B IrpaIaHCKHUIL 000pPOT B CONPOBOKAECHNH 3aKITIOYCHIA YIIOTTHOMOYEHHOTO JIULIA.

3aB. UJIBTK

Hupexrop




